Genetics. 1 
Terms of Genomics
The term "genetics" refers to the study of single genes in isolation while the term "genomics" refers to the study all genes in genome and interaction among them and their environments. The biggest challenge and dilemma in performing whole genome sequencing or whole exome se Table 2 is the collection of incidentally found inherited diseases so far. Birth outcomes or karyotypes were the reference standard. For trisomies 21 and 18, the false positive rates with cfDNA testing were significantly lower Some conditions that may demonstrate semidominant inheritance (SD) have been indicated as autosomal dominant (AD) for the sake of simplicity. Others have been labeled as X-linked (XL); b KP: known pathogenic, sequence variation is previously reported and is a recognized cause of the disorder; EP: expected pathogenic, sequence variation is previously unreported and is of the type that is expected to cause the disorder. Note: The recommendation to not repot expected pathogenic variants for some genes is due to the recognition that truncating variants, the primary type of expected pathogenic variants, are not an established cause of some diseases on the list. Next generation DNA sequencing screen of the pooled eight women in the case group generated 15 million reads. Two of the samples contained a total of seven unique viral sequences, assembling into three contigs that matched three isolates of torque teno minivirus. Using polymerase chain reaction, these isolates were found in 5 of 55 cases (including the two identified in the eight sample screen and none of 25 control samples). In conclusion, torque teno minivirus was found in three women in case group and no women in the control group. Next Table 2 . Continued generation sequencing may prove a useful tool to perform unbiased screens for pathogens in ma ternal, fetal, and placental samples. 
